Supplementary Table X. Illustrative GRADE certainty assessment for diagnostic test accuracy outcomes across five AI imaging nodes.
	Index test
	Summary accuracy (95% CI)
	Participants (studies)
	Risk of bias
	Inconsistency
	Indirectness
	Imprecision
	Publication bias
	Expected results per 1,000 tested at 5% pre-test probability*
	Certainty of evidence

	Node A: FFDM AI / Mammography AI
	Sensitivity: 0.91 (0.84 to 0.95)
	2,184 (6 studies)
	not serious
	not serious
	not serious
	serious
	not serious
	TP: 46 (42 to 48); FN: 5 (3 to 8)
	⨁⨁⨁◯ Moderate

	
	Specificity: 0.84 (0.76 to 0.90)
	
	not serious
	serious
	not serious
	serious
	not serious
	TN: 798 (722 to 855); FP: 152 (95 to 228)
	⨁⨁◯◯ Low

	Node B: DBT AI / Tomosynthesis AI
	Sensitivity: 0.88 (0.79 to 0.94)
	1,746 (5 studies)
	serious
	not serious
	not serious
	serious
	not serious
	TP: 44 (40 to 47); FN: 6 (3 to 11)
	⨁⨁◯◯ Low

	
	Specificity: 0.89 (0.81 to 0.94)
	
	serious
	not serious
	not serious
	not serious
	not serious
	TN: 846 (770 to 893); FP: 105 (57 to 181)
	⨁⨁⨁◯ Moderate

	Node C: BUS AI / Breast Ultrasound AI
	Sensitivity: 0.86 (0.77 to 0.92)
	2,532 (8 studies)
	not serious
	serious
	not serious
	not serious
	not serious
	TP: 43 (39 to 46); FN: 7 (4 to 12)
	⨁⨁⨁◯ Moderate

	
	Specificity: 0.80 (0.70 to 0.87)
	
	not serious
	serious
	not serious
	serious
	not serious
	TN: 760 (665 to 827); FP: 190 (124 to 285)
	⨁⨁◯◯ Low

	Node D: MRI AI
	Sensitivity: 0.94 (0.88 to 0.97)
	1,208 (4 studies)
	serious
	not serious
	serious
	not serious
	not serious
	TP: 47 (44 to 49); FN: 3 (2 to 6)
	⨁⨁◯◯ Low

	
	Specificity: 0.87 (0.78 to 0.93)
	
	serious
	not serious
	serious
	serious
	not serious
	TN: 827 (741 to 884); FP: 124 (67 to 209)
	⨁◯◯◯ Very low

	Node E: Multimodal imaging AI
	Sensitivity: 0.93 (0.86 to 0.97)
	1,689 (5 studies)
	not serious
	not serious
	not serious
	serious
	not serious
	TP: 47 (43 to 49); FN: 4 (2 to 7)
	⨁⨁⨁◯ Moderate

	
	Specificity: 0.91 (0.84 to 0.95)
	
	not serious
	not serious
	not serious
	serious
	not serious
	TN: 865 (798 to 903); FP: 86 (48 to 152)
	⨁⨁⨁◯ Moderate


* The 5% pre-test probability is an illustrative prevalence for a hypothetical screening population. 
Node definitions: Node A = AI models based on full-field digital mammography or synthetic 2D mammography images, including FFDM combined with clinical variables. Node B = AI models based on digital breast tomosynthesis three-dimensional reconstructed images. Node C = AI models based on breast ultrasound, including HHUS, ABUS/ABVS, grayscale ultrasound, or CDFI. Node D = AI models based on breast MRI using early or delayed phase images. Node E = AI models based on at least two imaging modalities among mammography, DBT, ultrasound, and MRI.
a. Risk of bias: assessed using PROBAST-AI. Downgrade by 1 level if at least 50% of studies are at high risk of bias. Downgrade by 2 levels if at least 75% of the evidence is at high risk of bias, or if bias is likely to seriously distort the conclusion.
b. Inconsistency: downgrade for unexplained heterogeneity, widely scattered study estimates, or a prediction region that would change clinical interpretation. Do not downgrade when heterogeneity is credibly explained by prespecified threshold, population, modality, or setting effects.
c. Indirectness: downgrade when populations, index-test application, thresholds, reference standards, or target conditions differ from the review question.
d. Imprecision: downgrade when confidence intervals are wide or when the expected numbers of false negatives or false positives cross clinically important decision thresholds.
e. Publication bias: when 10 or more studies are available for a node/outcome, judge mainly from Deeks funnel plot asymmetry test together with visual inspection. When fewer than 10 studies are available, use visual inspection and study-distribution judgment; default to no downgrade unless there is clear suspicion of selective publication, small-study effects, or missing negative studies.
Note: The expected results column already presents true positives, false negatives, true negatives, and false positives per 1,000 tested; therefore, a separate implications column was omitted to avoid duplication.
